2 



Docket No, SER-102 
Serial No. 10/526,722 



In the Claims 

1-62 (Canceled). 

63 (currently amended). An isolated polypeptide comprising an amino acid sequence^ 
said amino acid sequence having at least 95% identity to the fiill length of- that ha s at least 95% 
identity to SEQ ID NO: 1 00 and wherein said polypeptide has kinase activity or activates the MAP 
kinase pathway. 

64 (previously presented). The isolated polypeptide according to claim 63, wherein said 
polypeptide comprises SEQ ID NO: 100. 

65 (previously presented). The isolated polypeptide according to claim 63, wherein said 
polypeptide consists of SEQ ID NO: 100. 

66 (currently a:nended). The isolated polypeptide according to claim 63, wherein said 
amino aci d seqvien ce has at least 96% identity to the full length of p o l ypep t ide has at iea st-96% 
id entity to SEQ ID NO: 100 and wherein said polypeptide has kinase activity or activates the MAP 
kinase pathway. 

67 (currently amended). The isolated polypeptide according to claim 63, wherein said 
amino acid sequence has at least 97% identity to the full length of p olyp e ptide has at least 97% 
identity to SEQ ID NO: 100 and wherein said polypeptide has kinase activity or activates the MAP 
kinase pathway, 

68 (currently amended). The isolated polypeptide according to claim 63, wherein said 
amino acid sequence has at least 98% identity to the Ml length of p olyp ep ti de h as at least 98% 
identity to SEQ ID NO: 100 and wherein said polypeptide has kinase activity or activates the MAP 
kinase pathway. 
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69 (currently amended). The isolated polypeptide according to claim 63, wherein said 
amino acid sequence has at least 99% identity to the full length of po l y p epti d e has at least 
99yoidentity to SEQ ID NO: 100 and wherein said polypeptide has kinase activity or activates the 
MAP kinase pathway. 

70 (currently amended). A composition comprising a carrier and a polypeptide 
comprising an amino acid sequence , said amino acid sequence having at least 95% identity to the full 
length o f that has at least 9 5% identity to SEQ ID NO: 1 00 and wherein said polypeptide has kinase 
activity or activates the MAP kinase pathway. 

71 (previously presented). The composition according to claim 70, wherein said 
polypeptide comprises SEQ ID NO: 100. 

72 (previously presented). The composition according to claim 70, wherein said 
polypeptide consists of SEQ ID NO: 100. 

73 (currently amended). The composition according to claim 70, wherein said amino 
acid sequence has at least 96% identity to the full length of p olypeptide has at least 96% identity to 
SEQ ID NO: 100 and wherein said polypeptide has kinase activity or activates the MAP kinase 
pathway. 

74 (currently amended). The composition according to claim 70, wherein said amino 
acid sequence has at least 97% identity to the full length of polypep tide has a t leas t 97^0 identit-y4e 
SEQ ID NO: 100 and wherein said polypeptide has kinase activity or activates the MAP kinase 
pathway, 

75 (currently amended). The composition according to claim 70, wherein said aiTiino 
acid sequence has at least 98% identity to the full length of p olypeptide has at leaHt 9^% identity to 
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SEQ ID NO: 100 and wherein said polypeptide has kinase activity or activates the MAP kinase 
pathway. 

76 (currently amended). The composition according to claim 70, wherein said amino 
acid se quence has at least 99% ident ity to the ful l length of polypeptide h a s at least 99% identit>^ to 
SEQ ID NO: 100 and wherein said polypeptide has kinase activity or activates the MAP kinase 
pathway. 

77 (previously presented). The composition according to claim 70, wherein said carrier is 
a pharmaceutical carrier. 

78 (previously presented). The composition according to claim 70, wherein said carrier is 
an adjuvant. 
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